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Functional diversity
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GO category (ordered by early value)

GO:0006352 DNA templated transcription  initiation

GO:0009245 lipid A biosynthetic process

GO:0009103 lipopolysaccharide biosynthetic process

GO:0042537 benzene containing compound metabolic process

GO:0044718 siderophore transmembrane transport

GO:0009236 cobalamin biosynthetic process

GO:0009405 pathogenesis

GO:0016998 cell wall macromolecule catabolic process

GO:0031167 rRNA methylation

GO:0044702 single organism reproductive process

GO:0003333 amino acid transmembrane transport

GO:0009401 phosphoenolpyruvate dependent sugar phosphotransferase system

GO:0009221 pyrimidine deoxyribonucleotide biosynthetic process

GO:0009162 deoxyribonucleoside monophosphate metabolic process

GO:0010498 proteasomal protein catabolic process

GO:0006096 glycolytic process
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